5526 &4 15 1] FEXRAFFERE Vol. 26,No. 15
202048 H Chinese Journal of Experimental Traditional Medical Formulae Aug. ,2020

M T A 25 A BE AR 2 R DO 19 A i AL A LA 35 7 1

=", HmE>, FREH’
(1. HFFPEZH KRS, 20 730000; 2. HF A FTEHHFELE, 20 730020;
3.HFEFER, ZM 730699)

[HEZ ] OBH BRI 2 X N S M e g UM R W 1) — 2885 , LR AR R TR A 5 st B MR 45 2 A0 IR 3 G, MR 45 2017 4F
55/ M DRI I06 6 4 W DR G TR 3% o 7 At SR 20 4. 25 AW PRI A TRUTE B 2045 4F 5 IR 8 1 S B 742, 1k — A
H 25 515 4 1 G 3 A0 felt B m) BT JHL by, 2 ROHE PR 9 HB 8 B0 B B0 90% A 1=, DR IE , TF 5 3 BEAIL ol ) A5 28 T 5 RS o7
QRVMEIRFG A B R L . BB AR AR T ENHESRE, S5 MK R mae R, L4k, & mE
DU H2 AR & e, R 5 R A BR 1 BB b st % R bR & R T RE 2R LA, o 18 R 25 AL TT e S O IR o 2 ALBE IR AR H R
00 R S5 R B IR T 3 T OO A, — AREIA R L 2 RUBE PR ) &R R R R B R R S R E A Y EEL S R
FE: 0 T8 T T A ] 22 5 2 RUBE PR 19 % AR 2 R vt R A A A ML . B R, 3 3 DA T T TR T e ad 2 5 T e ARt L e
g 107 AR AR K T 1 4 S SN S AR AR S MR T ALK AR . X 2 AUBE RO 4 S A YT B R 32 DL 2 s o L
SMEEFR BN £ AT ;’éﬁ%ﬁé—;ﬂfﬂﬁﬁ%:_-ﬁ%ﬂﬁ%uﬂiﬁﬁﬂwmﬁﬂﬁﬁ%%nz ST AR TR B AR SO
AR OR AT 2 2 WU IR -5 3 B A 7S 22 D) A AR LA T A B A Ol T RE AR I 9T 1 e 0 AT 5 5

[XBiA] iR, Mmoo, 288K (T2DM); T2DMYAYT

[FES2EE] R2-0;R285.5;G353. 11;R587. 1 [XHt#RIREE] A [XEHS] 1005-9903(2020)15-0229-06

[doi]l 10.13422/j. cnki. syfjx. 20201538

[FM4& MRtk ] http:/kns. cnki. net/kems/detail/11. 3495. R. 20200527. 0847. 001. html

[MeEHM B 2020-5-27 14:08

Discussion on Pathogenesis and Treatment of Type 2 Diabetes from Perspective of

Intestinal Microecology

HE Yun', YANG Li-xia*, QIU Lian-Ii’
(1. Gansu University of Chinese Medicine, Lanzhou 730000, China;
2. Gansu Province Academy of Traditional Chinese Medicine (TCM), Lanzhou 730020, China;
3. Gansu Provincial Hospital of TCM, Lanzhou 730699, China)

[ Abstract] Diabetes is a kind of disease which poses a great threat to human health. Its occurrence and
development are often related to many factors such as heredity and environment. According to the eighth edition
of Diabetes Federation's diabetes map in 2017, there are about 425 million diabetics in the world. It is estimated
that by 2045, the number of diabetics will increase to 700 million, becoming a health problem that has attracted
increasing attention all over the world, among which the number of type 2 diabetics (T2DM ) accounts for more
than 90% of the total. Therefore, it is of great significance to study the pathological mechanism for the effective
prevention and treatment of diabetes. Intestinal microflora coexists with human beings and forms an important
micro ecosystem, which is involved in the metabolism of substance and energy. In recent years, with the

development of high-throughput sequencing technology, a large number of studies have shown that in addition to
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obesity, genetic and insulin dysfunction, intestinal flora disorder may also lead to diabetes. The unbalanced diet
structure of T2DM patients destroys the balance of intestinal flora. It is generally believed that the occurrence
and development of T2DM may be one of the results of the intestinal microbial disorder caused by over nutrition.
However, there is no clear mechanism of how intestinal flora participates in the development of T2DM. At
present, it is generally believed that the intestinal flora may affect the metabolism of the body through the
participation in bile acid metabolism, short chain fatty acid metabolism, low-level inflammatory response and
other ways. At present, the prevention and treatment of T2DM is mainly based on drug control. Through
surgical operation, increasing the number of probiotics, fecal transplantation and other methods to intervene the
intestinal microflora to adjust the intestinal microflora, it provides a new means for the prevention and treatment

of T2DM. This paper discusses the interaction between T2DM and intestinal microflora in recent years and the

possible treatment measures in the future.
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Fig.1 Relationship between pathogenesis of type 2 diabetes and intestinal flora
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